or specific target cells to hormones (28, 29, 49) . The unlabeled antibody enzyme method (55, 58)' combines high immunocytochemical sensitivity and specificity (3, 10, 13, 35, 37, 39, 44 with specific antigen or with specific hormone.
In the present paper in which the feasibility of' such enumeration was explored, the term "molecular immunocytochemistry" (57) was used to define enumeration of' single molecular sites (unit stain's) in contrast to the term "quantitative cytochemistry" (15, 16, 27) which implies the measurement of' the concentration of a number of' molecules within a defined cellular space. Application of' quantitative cytochemistry to postembedding immunostaining of' the interior of' cells (3, 13, 20, 35, 36, 39, 56) is the subject of separate communications (37) 2 In the present work we have applied im-munologic reagents to the unfixed erythrocyte membrane (9, 11, 18, 24, 42, 48, 60 After the last wash, the stromata were resuspended in 1-2 ml of buffer and assayed. Ten-to 000-fold dilutions of the PAP-containing stromata were assayed by the light-scattering method.
Staining with DAB and electron microscopy:
After the final wash6 of the cells, the cell pellet was resuspended in a freshly prepared solution containing 0.10 M Tris, pH 7.6, 0.15 M NaCl, 0.05% (w/v) DAB and 0.01% H202 (17). In order to decrease the size of the electron-opaque deposits, the DAB concentration was reduced to 0.025% in the latter part of the present study.
The cells were left for 5 mm at room temperature and washed three times in ice cold M-buffer. The cell pellets were resuspended after the last wash in 1 ml 1% osmium tetroxide and osmicated for 30 mm at 47#{176}C. The cells were then rapidly dehydrated through ascending concentrations of ethanol (1 ml) and em- Figure  8 for the same cells as illustrated in Figure  9 .
In order to calculate the number of antibodies Figure   11 were obtained were illustrated in Figure  9 .
The heavy solid line (Fig.  11) Values for a are given in Table  I and were computed according to the expression, and line correspond to data from the top frame in Figure  12 . The triangles ( -) and line and the squares (D-D) and line correspond to the middle and bottom frames in Figure  12 , respectively.
Calculations for a, the least squares slope of the line, are given in Table  I . anti-E. The value of C5 for column 2 is calculated from the known maximal number of antibodies which bind per cell (2.6 x 10') and the cell concentration.
The remainder of the data are obtained from a least squares treatment of the data shown in Figure  12 except for the values of a, the heterogeneity index. These data are obtained from the least squares slopes of the data plotted in Figure  13 .
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Step %Input cpm L08t Figure 14 for each of the different stages during the preparation of the cells for electron microscopy. At least 10 different sections were evaluated for each sample.
Anti-E
The number of observed sites was corrected from plots of n5 versus n8 (Fig. 11) 
The probability that the other unit stains will not merge with A when considered as a function of the fraction of the circumference needed for
(1) no merger is
The for f was used. The same value off was used in Figure  11 for n0 calculations by combining equations 1 and 10. 
In the study illustrated by Figure  11, P0 
